These issues will include, along with the regular content, short reviews that have been commissioned by the editors. We are announcing these intentions now so that authors can submit related research papers in these fields for possible inclusion in these issues. All submitted manuscripts will, of course, be subject to the usual standards, policies of peer review, and editorial decisions (see the abridged guide to authors on the next page for more information).
The editors of the journal are often asked why each issue does not necessarily have an overarching focus, with a large number of highly related papers. There are two answers to this question. First, we aim to provide a broad variety of research in each issue. Second, we generally prefer to publish papers as soon after acceptance as possible, and not to delay publication so that several papers on a similar topic can accumulate. However, an issue with a special focus would likely be quite beneficial for readers, and we have decided to try this approach for the first time this year, in a way that will permit us to uphold the standards of quality and timeliness. To maintain a broad variety of presented research, we hope to include the special content in addition to the regular content of the journal. To maintain rapid rates of publication, we are inviting submissions ahead of time to increase the likelihood that multiple papers in these areas will be simultaneously ready for publication in these high profile issues.
We have chosen to highlight two areas that reflect the cutting edge of biological research. The field of RNA-protein interactions is entering an exciting phase, as more structural data are obtained that will help to provide answers to existing questions, and to pose new ones. The versatility of RNA is well appreciated, yet in many systems, such as the ribosome and the spliceosome, RNA and proteins function in concert. It will be interesting to see what functions can be assigned to the separate RNA and protein components of such complexes. The News and Views 1 on page 179 of this issue illustrates this principle nicely, focusing on the recent report of the structure of an Ffh-RNA complex 2 , which is part of the signal recognition particle (SRP) that functions in targeting proteins to the endoplasmic reticulum. The structure suggests a new idea -that a primary function for the RNA component of SRP is to provide a binding surface for part of the signal sequence of a target protein. This will clearly be an interesting hypothesis for biochemists to test. Surely more new insights are waiting to be discovered in this field, and the preliminary outline for the special issue on RNA-protein machines, shown on the next page, lists some of the areas from which these surprises are likely to come.
As more structural data accumulate on biomolecules, a big challenge will be to determine how the static pictures can be translated into dynamic ones -to provide an understanding of how molecules move and interact to perform their functions. Thus, we have also chosen to assemble an issue focused on methods for monitoring conformational changes in biomolecules. The paper on page 205 of this issue illustrates the usefulness of one such method, electron paramagnetic resonance (EPR) spectroscopy, for understanding protein function. Merianos et al. 3 use EPR to observe changes in the membrane transporter BtuB upon binding to its substrate. Their results indicate that a portion of the protein becomes exposed and disordered when the substrate binds, and it is this region that has been implicated in key interactions with other proteins. We encour- The goal of the planned special focus issues, to place a field into perspective for a wide variety of readers, is in accordance with the broadening scope of Nature Structural Biology. Any type of research -structural, biochemical, molecular, or cellular -that has interesting structural implications is, in principle, suitable for inclusion in the journal [4] [5] [6] . This broad repertoire means a wide readership, and a wide readership necessitates greater 'filtering' and interpretation of results for non-specialists. Therefore, this year, in addition to the planned special focus issues, we are also including more News and Views reports (such as the eight pieces that are included in this issue) and longer peer-reviewed Review articles on various topics (which you will see in upcoming issues). We look forward to suggestions (sent to nsb@natureny.com) from the community of suitable topics to cover in the future.
Abridged guide to authors
See the website http://structbio.nature.com under Information for the complete guide Nature Structural Biology publishes the following kinds of peer-reviewed manuscripts: Articles, Letters, Insight Articles, Short Communications, Progress, Reviews, Commentaries and Comment. We also publish News & Views, Book Reviews, Meeting Reports, Picture Stories and History articles.
Manuscripts are selected for publication according to editorial assessment of their general interest and suitability, and reports from independent referees. Contributors are welcome to suggest potential reviewers and to inform the Editor of potential conflicts of interest. We urge clear writing to enhance the accessibility of manuscripts for readers not directly familiar with the field under investigation.
All editorial and production tasks are handled in New York. If you wish to inquire about the suitability of a piece of research for publication in Nature Structural Biology please contact the Editor. For general inquires: telephone (+1) 212-726-9331; fax (+1) 212-679-0735; email nsb@natureny.com
